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1 Overall quality at a glance (i)

The following experimental techniques were used to determine the structure:
ELECTRON MICROSCOPY

The reported resolution of this entry is 35.00 A.

Percentile scores (ranging between 0-100) for global validation metrics of the entry are shown in
the following graphic. The table shows the number of entries on which the scores are based.

Metric Percentile Ranks Value
Clashscore M 210
Ramachandran outliers [l W 5.2%
Sidechain outliers 0 I 15.4%
Worse Better

0 Percentile relative to all structures

[l Percentile relative to all EM structures

Metric Whole archive EM structures
(#Entries) (#Entries)
Clashscore 114402 924
Ramachandran outliers 111179 726
Sidechain outliers 111093 686

The table below summarises the geometric issues observed across the polymeric chains. The red,
orange, yellow and green segments on the bar indicate the fraction of residues that contain outliers
for >=3, 2, 1 and 0 types of geometric quality criteria. A grey segment represents the fraction
of residues that are not modelled. The numeric value for each fraction is indicated below the
corresponding segment, with a dot representing fractions <=5%

Mol | Chain | Length Quality of chain
1 1-C 831 13% 60% 18% %
1 10-C 831 13% 60% 18% %
1 11-C 831 13% 59% 18% %
1 12-C 831 13% 59% 18% %
1 13-C 831 13% 60% 18% %
1 14-C 831 14% 59% 7% e 7%
1 15-C 831 13% 59% 18% %
1 16-C 831 13% 59% 18% %
1 17-C 831 14% 59% 18% %

Continued on next page...
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Continued from previous page...
Mol | Chain | Length Quality of chain

1 18-C 831 % 61% 18% %
1 19-C 831 e 60% 18% T
1 2-C 831 e 59% 18% T
1 20-C 831 T T 60% 18% T
1 21-C 831 BT 60% 18% %
1 22-C 831 e 59% 18% %
1 23-C 831 e 59% 18% %
1 24-C 831 T T 59% 18% %
1 25-C 831 T 59% 18% %
1 26-C 831 T 59% 18% %
1 27-C 831 e 58% 18% %
1 28-C 831 T 59% 18% T
1 29-C 831 e 61% 18% T
1 3-C 831 BT T 60% 7% e 7%
1 30-C 831 T T 59% 18% T
1 31-C 831 T T 59% 18% T
1 32-C 831 e 59% 18% %
1 33-C 831 T T 59% 18% %
1 34-C 831 BT 60% 19% %
1 35-C 831 e 59% 18% %
1 36-C 831 T 60% 18% 1%
1 37-C 831 e 59% 18% %
1 38-C 831 T 59% 18% %
1 39-C 831 T 59% 18% T
1 4-C 831 BT T 59% 18% T
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Continued from previous page...

Mol | Chain | Length Quality of chain

1 40-C 831 T 59% 18% %
1 5-C 831 BT T 60% 18% T
1 6-C 831 T T 60% 18% T
1 7-C 831 T T 60% 18% T
1 8-C 831 T T 59% 18% %
1 9-C 831 e 60% 18% %
2 1-Y 136 e 66% 18% 0
2 10-Y 136 T T 66% 20% B
2 11-Y 136 e 66% 18% 0
2 12-Y 136 e 65% 20% B
2 13-Y 136 T 66% 19% -
2 14-Y 136 T 65% 20% .
2 15-Y 136 BT T 66% 20% .
2 16-Y 136 e 65% 20% .
2 17-Y 136 BT 64% 20% .
2 18-Y 136 T T 67% 18% B
2 19-Y 136 BT 67% 19% -
2 2-Y 136 T T 65% 20% B
2 20-Y 136 e 66% 20% .
2 21-Y 136 e 66% 19% B
2 22-Y 136 e 65% 19% .
2 23-Y 136 T 65% 20% B
2 24-Y 136 T 67% 18% -
2 25-Y 136 e 68% 18% B
2 26-Y 136 BT T 67% 19%

Continued on next page...

WORLDWIDE

PROTEIN DATA BANK

EMDataBank



Page 5 wwPDB EM Map/Model Validation Report 2W4W

Continued from previous page...

Mol | Chain | Length Quality of chain
2 27-Y 136 T 66% 19% .
2 28-Y 136 T 67% 20% .
2 29-Y 136 T T 66% 18% 0
2 3-Y 136 e 65% 20% B
2 30-Y 136 e 66% 18% .
2 31-Y 136 BT 68% 18% B
2 32-Y 136 e 65% 19% .
2 33-Y 136 T T 67% 19% B
2 34-Y 136 T 65% 20% .
2 35-Y 136 BT 65% 19% B
2 36-Y 136 T 66% 20% .
2 37-Y 136 BEET 68% 18% -
2 38-Y 136 e 65% 19% .
2 39-Y 136 BT T 67% 19% .
2 4-Y 136 T T 66% 20% .
2 40-Y 136 T T 67% 20% B
2 5-Y 136 e 65% 20% .
2 6-Y 136 T T 65% 21% B
2 7-Y 136 e 66% 20% .
2 8-Y 136 e 65% 20% B
2 9-Y 136 BT 64% 20% .
3 1-Z 151 BT e 64% 17% -
3 10-7Z 151 e 63% 7%
3 11-7 151 BT A 62% 17% -
3 12-7 151 T 62% 17%

Continued on next page...
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Continued from previous page...

Mol | Chain | Length Quality of chain
3 13-7Z 151 BT 7 63% 7%
3 14-7 151 BT A 63% 7%
3 15-Z 151 e 63% T —
3 16-7Z 151 T 7 63% T —
3 17-7 151 e 63% 7% .
3 18-7 151 T 7 62% 7%
3 19-7 151 e 62% 7%
3 2-7 151 T 7 63% 7% .
3 20-7Z 151 T A 64% 7%
3 21-7 151 e 65% 7%
3 22-7. 151 BT 7 62% 7%
3 23-7 151 BT 7 62% 7%
3 24-7. 151 T 7S 64% 7%
3 25-7. 151 e 62% T —
3 26-7Z 151 T 7 62% 7% e
3 27-7 151 BT 7 62% 7%
3 28-7 151 T 7 62% 7% .
3 29-7 151 BT 66% 7%
3 3-7Z 151 BT 7 62% 7%
3 30-7Z 151 T A 61% 7%
3 31-Z 151 T 7 62% 7%
3 32-7 151 T A 64% 7%
3 33-7 151 e 64% 17%
3 34-7. 151 % 66% 17%
3 35-7. 151 T 7 62% 17%
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Continued from previous page...

Mol | Chain | Length Quality of chain
3 36-7 151 BT 7 62% 7%
3 37-7 151 BT A 62% 7%
3 38-7 151 e 63% T —
3 39-7 151 T 7 62% 7% e
3 4-7 151 e 62% 17% .
3 40-Z 151 T 7 62% 7%
3 5-7Z 151 e 62% 7%
3 6-7Z 151 T 7 62% T —
3 7-7Z 151 T 7 63% 7%
3 8-7Z 151 T 7 63% 7%
3 9-7Z 151 BT 7 62% 7%
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2  Entry composition (i)

There are 3 unique types of molecules in this entry. The entry contains 340040 atoms, of which 0
are hydrogens and 0 are deuteriums.

In the tables below, the AltConf column contains the number of residues with at least one atom
in alternate conformation and the Trace column contains the number of residues modelled with at
most 2 atoms.

e Molecule 1 is a protein called MYOSIN HEAVY CHAIN, STRIATED MUSCLE.

Mol | Chain | Residues Atoms AltConf | Trace

Total C N O S
1 1-C e 6215 3957 1067 1155 36 0 0

Total C N O S
1 2-C e 6215 3957 1067 1155 36 0 0

Total C N O S
1 3-C e 6215 3957 1067 1155 36 0 0

Total C N O S
1 4C e 6215 3957 1067 1155 36 0 0

Total C N O S
1 5-C e 6215 3957 1067 1155 36 0 0

Total C N O S
1 6-C e 6215 3957 1067 1155 36 0 0

Total C N O S
1 -C e 6215 3957 1067 1155 36 0 0

Total C N O S
1 8-C e 6215 3957 1067 1155 36 0 0

Total C N @) S
1 9-C e 6215 3957 1067 1155 36 0 0

Total C N O S
1 10-C e 6215 3957 1067 1155 36 0 0

Total C N O S
1 11-C e 6215 3957 1067 1155 36 0 0

Total C N O S
1 12-C e 6215 3957 1067 1155 36 0 0

Total C N @) S
1 13-C e 6215 3957 1067 1155 36 0 0

Total C N O S
1 14-C e 6215 3957 1067 1155 36 0 0

Total C N O S
1 15-C e 6215 3957 1067 1155 36 0 0

Total C N O S
1 16-C e 6215 3957 1067 1155 36 0 0

Total C N O S
1 17-C e 6215 3957 1067 1155 36 0 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
1 18-C 2 ggtlaél 39057 13\237 1835 386 0 0
1 19-C 2 ggtlaél 39057 13\237 1835 386 0 0
1 20-C 2 ggtlaél 39057 13\237 1?55 386 0 0
1 21-C 2 ggtlaél 39057 13\237 1?55 3S6 0 0
1 22-C 2 ggtlaél 39057 1(1)\(137 1?55 3S6 0 0
1 23-C 2 ggtla; 39057 1(1)\(137 1?55 3S6 0 0
1 24-C 2 E(z)tlaél 39057 1(1)\237 11%5 SS6 0 0
1 25-C 2 Egtff%l 39057 1(1)\(157 11%5 SS6 0 0
1 26-C 2 Egtlaél 39057 1(1)\%7 11%5 386 0 0
1 27-C 2 Egtfél 39%7 1(1)\%7 11(?55 386 0 0
1 28-C w2 ggtfél 39(337 1(1)\%7 11%5 386 0 0
1 29-C w2 ggtfél 39(337 1(1)\%7 11055 3S6 0 0
1 30-C w2 ggtfél 39(337 1(1)\%7 11055 386 0 0
1 31-C 2 ggtfél 39(337 1(1)\%7 11055 386 0 0
! 32-C w2 ggtfél 39(337 1(1)\%7 11055 3S6 0 0
! 33-C e ggtf%l 39(337 1(1)\%7 11055 3S6 0 0
1 34-C w2 ggtf%l 39%7 1(1)\27 11055 3S6 0 0
1 35-C w2 ggtf;)l 39057 1(1)\2)7 11055 386 0 0
1 36-C w2 ggtf%l 39057 1(1)\537 11055 386 0 0
! 37-C w2 ggtf%l 39057 1(1;237 1?55 386 0 0
! 38-C w2 ggtfél 39057 1(1;237 1?55 386 0 0
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
Total C N O S
1 39-C e 6215 3957 1067 1155 36 0 0
1 10-C 779 Total C N O S 0 0

6215 3957 1067 1155 36

e Molecule 2 is a protein called MYOSIN REGULATORY LIGHT CHAIN, STRIATED AD-
DUCTOR MUSCLE.

Mol | Chain | Residues Atoms AltConf | Trace
2 1Y 136 ?ggaél 627 11;13 2(1)9 g 0 0
2 Y 136 TSZZI 6(;7 11;13 2C1)9 S 0 0
2 3-Y 136 ?8211 627 11;13 2?9 S 0 0
2 Y 136 ?8211 627 11;13 2?9 S 0 0
2 oY 136 ?8211 627 11;13 2?9 S 0 0
2 6-Y 136 ?8211 627 11;13 2?9 S 0 0
2 [ 136 ?8;;1 627 11;13 2(1)9 S 0 0
2 8-Y 136 ?8;&;1 627 11;13 2(1)9 S 0 0
2 9-Y 136 ?8221 6(;7 11;13 2(1)9 S 0 0
2 10-Y 136 ?82;1 6(;7 11;13 2C1)9 S 0 0
2 H-Y 136 ?8;&;1 637 11;13 2C1)9 g 0 0
2 12-Y 136 ?8;351 657 11;13 2(1)9 3 0 0
2 13-Y 136 ?8;351 637 11;13 2(1)9 3 0 0
2 14-Y 136 ng 637 11;13 2(1)9 g 0 0
2 15-Y 136 ?8;?;1 637 11;13 2(1)9 S 0 0
2 16-Y 136 ?8;?;1 637 11;13 2(1)9 S 0 0
2 =Y 136 ?8;?;1 627 11;13 2(1)9 S 0 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
2 18-Y 136 ?8;?;1 637 11;13 2(1)9 S 0 0
2 19-Y 136 ?8?5;1 627 11;13 2(1)9 S 0 0
2 20-¥ 136 %gaél 627 11;13 2(1)9 S 0 0
2 21-¥ 136 ﬁgaél 627 11;13 2C1)9 S 0 0
2 22-Y 136 ﬁgaél 657 11;13 2C1)9 S 0 0
2 23-Y 136 ?(;gaél 657 11;13 2?9 S 0 0
2 24 136 ?ggaél 637 11;13 2(1)9 S 0 0
2 25-Y 136 ?ggaél 6§7 11;13 2(1)9 S 0 0
2 26-Y 136 ?ggaél 627 11;13 2(1)9 S 0 0
2 20 136 ?gg 6(;7 11;13 2(1)9 S 0 0
2 28-Y 136 ?8211 6(;7 1§3 2?9 S 0 0
2 29-Y 136 ?8211 627 11;13 2?9 S 0 0
2 30-Y 136 ?8211 627 11;13 2?9 S 0 0
2 31-Y 136 ?8211 627 11;13 2?9 S 0 0
2 32-Y 136 ?8;&;1 627 11;13 2?9 S 0 0
2 33-Y 136 ?8;&;1 627 11;13 2(1)9 S 0 0
2 Y 136 ?82;1 6(;7 11;13 2(1)9 S 0 0
2 35 136 ?8221 6(;7 11;13 2?9 S 0 0
2 36-Y 136 ?SZZI 627 11;13 2C1)9 g 0 0
2 3Y 136 ?8;&;;1 6§7 11;13 2(1)9 g 0 0
2 38-Y 136 ?8;351 657 11;13 2(1)9 3 0 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
Total C N O S
2 39-Y 136 1088 687 173 219 9 0 0
Total C N O S
2 40-Y 136 1088 687 173 219 9 0 0

e Molecule 3 is a protein called MYOSIN ESSENTIAL LIGHT CHAIN, STRIATED ADDUC-

TOR MUSCLE.
Mol | Chain | Residues Atoms AltConf | Trace
3 | 12 1ol T(l)gaél 7?7 11;0 251)4 2 0 0
3 | %2 1ol ?(1);?;1 7(537 11;0 224 2 0 0
3 | %2 1ol ?1);?;1 7(5]7 11;0 251)4 ? 0 0
3 | 42 1ol f‘iﬁfél 7(537 11;0 251)4 2 0 0
3| 2 1ol ?5511 7(537 11;0 224 2 0 0
3 | 62 1ol f‘iéaél 7(537 11;0 224 2 0 0
3| T2 1ol f‘iéaél 7?7 11;0 224 2 0 0
3 | &2 1ol f‘iéaél 7(537 11;;0 2(24 2 0 0
3| 92 1ol f‘iéaél 7(5j7 112\;0 224 ? 0 0
3 10-2, 1ol ?1);21 7(;7 1150 251)4 ? 0 0
3 -2 1ol ?1);&;1 7?7 11;;0 251)4 ? 0 0
3 12-2, 1ol ?1);351 7?7 1§0 224 S 0 0
3 13-2 1ol ?1);%1 7?7 1150 224 S 0 0
s 14-2 1ol Ti)g%l 7?7 1150 224 g 0 0
s 15-2 1ol ??gaél 7?7 1150 2(24 g 0 0
s 16-2 1ol ??gaél 7?7 1150 2(24 g 0 0
s 17z 1ol ??gaél 7?7 1150 2(24 ? 0 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
3| 182 1ol T(fgaél 7?7 1150 2(24 2 0 0
3| 192 1ol T(fgaél 7?7 1150 2(24 5 0 0
3| 202 1ol T(fst;aél 7?7 1150 224 5 0 0
3| 212 1ol T(fst;aél 7?7 1150 224 5 0 0
3| 222 1ol T(fst;aél 7?7 1150 224 5 0 0
3| 232 1ol T(fgaél 7?7 1150 224 5 0 0
3 | 242 1ol T(fgaél 7?7 11;0 251)4 2 0 0
3 | 252 1ol T(l)gaél 7?7 11;0 251)4 2 0 0
3 | 26-Z 1ol T(l)gaél 7?7 11;0 251)4 2 0 0
3 | 272 1ol ?1)521 7(537 11;0 251)4 2 0 0
3 | 282 1ol T?BZI 7(;7 11;0 251)4 2 0 0
3 | 292 1ol ?iﬁfél 7(537 11;0 251)4 2 0 0
3 | 30-Z 1ol f‘iﬁfél 7(537 11;0 251)4 g 0 0
3 | 312 1ol f‘iéaél 7(537 11;0 224 2 0 0
3 | 322 1ol f‘iéaél 7?7 11;0 224 2 0 0
3 | 332 1ol f‘iéaél 7?7 11;;0 224 2 0 0
3 | 347 1ol f‘iéaél 7(537 11;;0 2(24 2 0 0
3 | 32 1ol f‘iéaél 7(5j7 1150 224 ? 0 0
3 36-7 1ol ?1);21 7?7 1150 251)4 ? 0 0
3 377 1ol ?1);?;1 7?7 11;;0 224 ? 0 0
3 38-7 1ol ?1);%1 7?7 1150 224 S 0 0

O RLDWIDE

Continued on next page...

PROTEIN DATA BANK




Page 14

wwPDB EM Map/Model Validation Report

2W4W

Continued from previous page...

Mol | Chain | Residues Atoms AltConf | Trace
Total C N O S
3 39-2 151 1198 757 190 244 7 0 0
3 | 40-7 151 Total = C = N O 2 0 0

1198 757 190 244
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These plots are drawn for all protein, RNA and DNA chains in the entry. The first graphic for a
chain summarises the proportions of errors displayed in the second graphic. The second graphic
shows the sequence view annotated by issues in geometry. Residues are color-coded according to

the number of geometric quality criteria for which they contain at least one outlier: green = 0,
yellow = 1, orange = 2 and red = 3 or more. Stretches of 2 or more consecutive residues without

any outlier are shown as a green connector. Residues present in the sample, but not in the model,

are shown in grey.
e Molecule 1: MYOSIN HEAVY CHAIN, STRIATED MUSCLE

3 Residue-property plots (i)
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